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Abstract
To elucidate the physiology underlying the development of superficial scald in pears, susceptible “Blanquilla” fruit was
treated with different compounds that either promoted (ethylene) or repressed (1-methylcyclopropene and lovastatin)
the incidence of this disorder after 4 months of cold storage. Our data show that scald was negligible for the fruit
treated with 1-methylcyclopropene or lovastatin, but highly manifested in untreated (78% incidence) or ethylene-
treated fruit (97% incidence). The comparison between the fruit metabolomic profile and transcriptome evidenced a
distinct reprogramming associated with each treatment. In all treated samples, cold storage led to an activation of a
cold-acclimation-resistance mechanism, including the biosynthesis of very-long-chain fatty acids, which was especially
evident in 1-methylcyclopropane-treated fruit. Among the treatments applied, only 1-methylcyclopropene inhibited
ethylene production, hence supporting the involvement of this hormone in the development of scald. However,
a common repression effect on the PPO gene combined with higher sorbitol content was found for both lovastatin
and 1-methylcyclopropene-treated samples, suggesting also a non-ethylene-mediated process preventing the
development of this disorder. The results presented in this work represent a step forward to better understand the
physiological mechanisms governing the etiology of superficial scald in pears.
Introduction
Pears after harvest are routinely cold-stored to guar-
antee long-term availability satisfying the year-round
market demands. Cold storage can however trigger the
development of postharvest disorders mainly referred as
chilling injuries, such as superficial scald1–5. Symptoms of
superficial scald are consistent among most susceptible
varieties of pome fruit, and shown as brown–dark patches
on the fruit skin, resulting from the necrosis of the epi-
dermis and hypodermal cortical tissues1,3. While the
molecular and physiological mechanisms underlying scald
in apples have been largely studied over the past few
years2,3,6–8, scarce information is available regarding this
disorder in pears. The most accepted theory for scald
development focuses on the auto-oxidation of the acylic
sesquiterpene α-farnesene into conjugate trienols (CTols),
which leads to the production and release of the ketone 6-
methyl-5-hepten-2-one4,9–11. In this scenario, the plant
hormone ethylene has been considered as an important
mediating factor through the control of the α-farnesene
synthase gene (AFS)1,2,10–15. Nevertheless, the
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physiological basis of scald has been recently revisited,
suggesting complex metabolic changes being involved in
the development of the disorder. Among them, the oxi-
dation of chlorogenic acid by the enzyme polyphenol
oxidase (PPO) was one of the most important process
correlated to the development of the scald symptoms3,8.
Storage at low temperature can compromise the integrity
of the cellular organelles’ internal membranes, promoting
the reaction between PPO (stored in the plastid) and
chlorogenic acid (stored in the vacuole), leading to the
production of quinones and melanin, which finally leads
to the dark-discolored areas on the fruit skin.
The application of the ethylene competitor 1-
methylcyclopropene (1-MCP) is among the most effec-
tive strategies to prevent scald. The efficacy of 1-MCP was
initially assigned to its role in reducing α-farnesene pro-
duction by downregulating the expression of the α-far-
nesene synthase 1 gene (AFS1). However, recent
findings3,8 support that 1-MCP protects apples from
developing scald not only by inhibiting ethylene-related
physiological processes, but also by stimulating complex
cold-acclimation reactions within the fruit. For instance,
1-MCP induced the expression of the sorbitol-6-
phosphate dehydrogenase8, a key element in the produc-
tion of the cryoprotectant compound sorbitol16. 1-MCP,
moreover, induced a higher accumulation of unsaturated
long-chain fatty acids within the fruit skin, essential
compounds to stabilize the internal membranes, together
with lower expression of PPO8.
An ethylene-independent regulation of scald has also
been acknowledged, since treatment with diphenylamine
(DPA)7 or storage under very low oxygen-modified
atmospheres5 generally controls scald development in
pome fruit, without inhibiting the fruit ethylene produc-
tion capacity. Earlier studies17 also showed that treatment
of apples and pears with lovastatin, an inhibitor of the 3-
hydroxy-3-methylglutaryl-coenzyme A reductase (HMG-
CoA reductase), responsible for the conversion of HMG-
CoA to mevalonate, controlled scald without altering the
fruit-ripening physiology. Consistent with these observa-
tions, a non-ethylene-dependent accumulation of α-far-
nesene has also been reported in 1-MCP-treated
“Blanquilla” pears3, which together with other factors (i.e.,
influence of the fruit maturity at harvest on scald devel-
opment)4,18 revealed the complex and likely differential
regulation of this physiological disorder when comparing
apples and pears. Specific studies conducted on pears
have also suggested that changes in the expression of
glutathione S-transferases (GSTs) and mainly a down-
regulation of dehydroascorbate reductase (DHAR) genes
were linked to scald development19, hence highlighting
the action that ascorbate may have on the progress of this
physiological disorder20. In turn, 1-MCP treatments
inhibiting the appearance of scald not only affected the
expression of genes related to ethylene metabolism, but
also the expression of several GSTs and glutathione per-
oxidase genes in “Wujiuxiang” pears21.
It is therefore evident that the physiology underlying
superficial scald in pears has not yet been completely
elucidated. Accordingly, this study aimed to investigate
the transcriptome and metabolome variation in the
superficial scald-susceptible “Blanquilla” pears in response
to different scald-inhibiting treatments in an effort to
unravel the physiological and molecular mechanisms
influencing the development of the disorder.
Results
Superficial scald incidence and changes in α-farnesene and
ethylene production
Superficial scald was negligible for the fruit treated with
1-MCP or lovastatin upon removal from cold storage
(Fig. 1). In contrast, very high incidence and severity
(based on the severity scale depicted in Supplementary
Fig. S1) of the disorder was detected after 5 days of shelf
life both in control (CT) and ethylene-treated (ET) fruit
(78%—S2.3 and 97%—S2.3, respectively, Fig. 1a; Supple-
mentary Fig. S1). The visual inspection of the scald
symptoms was in agreement with the analytical assess-
ment of both α-farnesene and CTol281, the oxidation
product of this sesquiterpene (Fig. 1b). In both cases,
ethylene and 1-MCP enhanced or inhibited their accu-
mulations, respectively. Our data showed that lovastatin
impaired scald development by 85% if compared with
untreated fruit (12% incidence and very low severity (S1)
after 4 months + 5 days of SL), and notably reduced the
accumulation of α-farnesene within the fruit skin
throughout storage (Fig. 1b). The fruit ethylene produc-
tion capacity upon removal from 2 or 4 months of cold
storage was strongly inhibited by 1-MCP, while the rest of
the treatments did not alter the ethylene production in
comparison with the CT (Fig. 1c). The ethylene climac-
teric peak (12,000 nL kg–1 h–1) was observed for all, except
for 1-MCP-treated fruit, at 7 days of shelf life following
2 months of cold storage.
Genome-wide transcription analysis
In the attempt to capture the transcriptome dynamics
underlying the development of scald, and to shed light
into the protecting mechanism induced by the treatments,
CT together with 1-MCP and lovastatin samples was
selected and used to perform a transcriptional compar-
ison through RNA-Seq analysis. Since ET samples were
phenotypically very similar to CT, in terms of scald inci-
dence (Fig. 1a), only the latter was considered in the
genome-wide transcriptome survey. To maximize the
incidence of scald, fruit from the three batches was
maintained at room temperature for 5 days following
4 months of cold storage. Sequencing of the RNA-Seq
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libraries generated a total of 418,999,237 reads (with an
average of 46,555,470 reads/replicate). The alignment of
the reads over the pear genome (with an average align-
ment rate of 93.19%) and the subsequent analysis of the
differentially expressed genes (DEGs) identified 4542
uniquely assembled transcripts. From the comparison
carried out across the three pairwise combinations, the
application of 1-MCP led to a higher transcriptome
reprogramming (Fig. 2a). The comparison between 1-
MCP with CT and lovastatin samples identified 3396
(Supplementary Table S1) and 3031 DEGs (Supplemen-
tary Table 2), respectively, while the comparison made
between CT and lovastatin samples identified about half
of the DEGs (1420, Fig. 1b; Supplementary Table 3). The
DEG expression pattern was further used to illustrate the
distribution of the three samples over a 2D-PCA plot
(PCA plot) defined by the first two PCs, accounting
together for the 96% of the total transcriptional variance.
The distribution of the samples over the plot was con-
sistent with the number of genes detected and their
expression profile. CT and lovastatin, although separated
by PC2, were plotted in the negative area of PC1, while 1-
MCP was projected on the opposite section of the plot, at
the end of the positive PC1 quadrants (Fig. 2c).
The list of DEGs identified across the pairwise com-
parisons of the transcriptome profiles of the three samples
highlighted groups of genes exclusively regulated under
each specific condition. For instance, the downregulation
of the genes involved in the ethylene biosynthesis (such as
ACS and ACO) and perception and signaling (ERS1, ERFs,
and EIN3) was unique to 1-MCP-treated samples (Sup-
plementary Tables S1 and S2 and Supplementary Fig. S2).
In contrast, in CT and lovastatin samples, the genes
belonging to the ethylene domain were considerably
expressed. In CT, several genes involved in the browning
process typical of scald, such as the polyphenol oxidase,
were also found to be induced. In untreated fruit, more-
over, we also found the chloroplast STAY-GREEN gene,
which was not expressed in any other of the samples
investigated. In the comparison between CT and
Fig. 1 Superficial scald incidence and changes in α-farnesene and ethylene production. a Superficial scald incidence (% of affected fruit) and
severity index (numbers within brackets above each column) in untreated “Blanquilla” pears (CT) or fruit treated at harvest, with 300 ppb of the
ethylene inhibitor 1-MCP, 1.25 mmol/L of the HMGR inhibitor lovastatin, or with 200 ppm of ethylene (ET), after 4 months of cold storage, and after
4 months of cold storage plus 5 days of ripening at 20 °C (SL). b Changes in α-farnesene and CTol281 levels during cold storage. Error bars indicate
the standard deviation (n= 3). (c) Changes in ethylene production at harvest or after 2 or 4 months of cold storage at 0.5 °C
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lovastatin, a much lower number of DEGs was observed,
with regard to the comparison between CT and 1-MCP,
suggesting that the impact of the treatment with lovas-
tatin had a less dramatic effect on the regulation of the
transcriptomic dynamics within the skin tissue. In this
specific comparison, a group of genes related to the
abscisic acid and gibberellin pathways (such as gibberellin-
regulated protein 1-like genes and one abscisic acid,
8’-hydroxylase gene) was only upregulated in the lovasta-
tin samples. A similar array of genes involved in the
regulation of both hormones was also identified in the
comparison between 1-MCP and lovastatin. In this case,
each treatment was able to specifically regulate unique
sets of genes belonging to the domain of both abscisic acid
and gibberellins. Moreover, lovastatin was able to induce
the expression of dehydrin COR47, a gene involved in the
Fig. 2 Expression profile of the DEGs across “Blanquilla” pear fruit from the different samples (CT, 1-MCP, and lovastatin) after 4 months of
cold storage plus 5 days of ripening at 20 °C (SL). The expression dynamics of the DEGs is illustrated in panel (a) through a hierarchical clustering
heatmap. b Venn diagram highlighting the distinctions between shared and unique genes among samples. c 2D-PCA plot representing the whole
transcriptomic variance among the different samples. CT: control sample, 1-MCP: sample treated with 1-MCP, and lovastatin: sample treated with
lovastatin
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cold- acclimation process (Supplementary Table S3). In 1-
MCP-treated samples, it was interesting to note the
induction of genes involved in the metabolism of cutin,
such as BAHD acyltransferases, and the transcription
factor SHINE2, as well as genes involved in long-chain
fatty acid metabolism, including long-chain acylCoA, fatty
acid hydroperoxidase lyase, and very-long-chain enoyl
CoA reductase. In addition, the 1-MCP treatment was
able to stimulate the transcription of temperature-induced
lipocalin and fatty acid desaturase, both genes being
involved in the reinforcement of biological membranes
under cold stress conditions, as well as in the induction of
the transcription of genes related to the abscisic acid
pathway and to the cutin biosynthesis.
Expression of ethylene-related candidate genes during the
modulation of the superficial scald
The genome-wide transcription analysis identified
important changes in the expression of genes involved in
the ethylene-related pathway, especially in the CT/1-MCP
comparison. Among the group of 18 candidate genes,
selected from the DEGs according to their involvement in
important pathways related to fruit ripening and scald
metabolism, six were related to ethylene, including the
ethylene biosynthetic (ACS and ACO) and signaling
(ERS1, ERS2, ERF1, and ERF2) pathways, respectively.
After 4 months of cold-storage fruit, all fruit except those
treated with 1-MCP, were in a post-climacteric stage,
showing a consistent decline in ethylene production (Fig.
1c). In agreement with the trend of the fruit ethylene
accumulation, all six ethylene-related genes were severely
downregulated in 1-MCP samples, with an induction
observed after 5 days of shelf-life ripening only for ERF1
and ERF2 (Fig. 3). Interestingly, the application of lovas-
tatin did not change the expression of any of the ethylene-
related genes after 4 months of cold storage if compared
with CT (Fig. 3), depicting a pattern in agreement to the
fruit ethylene production profile (Fig. 1c). This said,
notable differences between lovastatin and CT were
noticed upon shelf life where the expression of ACS (p=
0.0008), ACO (p < 0.0001), and ERS1 (p= 0.0033) was
lower in lovastatin samples than in untreated fruit (Fig. 3).
Molecular and metabolic changes in the production of
VOCs and mevalonate pathway
The volatilome of the control and treated samples of
“Blanquilla” pears was assessed by means of
PTR–ToF–MS that identified a total of 139 volatile
masses. The overall VOC production from each sample
was initially depicted through a hierarchical clustering
heatmap, which highlighted VOCs differentially produced
by symptomatic and asymptomatic fruit (with or without
scald symptoms) (Fig. 4a). CT or ET-treated fruit were
characterized by a higher emission of VOCs, especially
enhanced during the shelf-life period, while 1-MCP and
lovastatin samples showed little change in response to
storage at 20 °C (Fig. 4a). This distinction was validated by
the PCA analysis carried out by implementing the first
two principal components, which accounted together for
77.5% of the entire VOC variability (Fig. 4b). The 2D-
plot distribution illustrated that samples collected at
harvest (H), 1-MCP and lovastatin (LOV)-treated sam-
ples were plotted in the PC1-negative part of the plot,
while ET-treated and CT were instead plotted on the
PC1- positive part of the plot. The CT and ET-treated
samples showed, moreover, a higher change in the
emission of the volatilome over the ripening at 20 °C
(shelf ife) if compared with samples treated with 1-MCP
or lovastatin (Fig. 4b).
The most important volatiles produced by “Blanquilla”
fruit during ripening at 20 °C were esters and alcohols,
which were the dominant VOCs in CT- and ET-treated
samples. More specifically, esters, such as hexyl ethanoate,
hexyl butanoate, cis-3-hexyl acetate, and ethyl acetate,
increased as the fruit ripened (shelf life at 20 °C), and were
strongly inhibited by both 1-MCP and lovastatin (Fig. 5).
The observed lower amount of esters in LOV-treated
fruit, similarly to 1-MCP, was related to some extent to
the repression of AAT, LOX, and HPL genes occurring
during the shelf-life period following cold storage (Fig. 6).
Ethanol was among the volatile compounds that accu-
mulated at higher levels in lovastatin-treated fruit during
shelf life, if compared with the other treatments (Fig. 5).
This pattern could be related to the overexpression of the
ADH gene (twofold higher than in untreated fruit, p=
0.014) occurring in the same lovastatin-treated samples in
response to cold storage (Fig. 6).
Secondary metabolite profiling
The reprogramming of secondary metabolites, espe-
cially lipids and phenolic compounds in response to the
different treatments, was also investigated (Supplemen-
tary Tables S4 and S5). For the lipid assessment, 18
compounds (Supplementary Table S4) were analyzed
across the samples included in the experimental scheme.
The overall variability of the phenolic compounds enabled
the distinction of the pear samples over a 2D-PCA plot
(Fig. 7a), taking into account the first two principal
components, and explaining together 75.1% of the entire
variance. The PCA plot highlighted a distinct positioning
of the samples collected at the two stages (4 m and 4m
+SL) for CT and lovastatin, with the samples collected
after 4 months of cold storage plotted in the PC2-negative
part of the plot, and the 4 months plus 5 days at shelf life
in the positive PC2 part, respectively. 1-MCP samples
collected at 4 months + 5 days of shelf life were instead
closely plotted to its equivalent fruit sampled at 4 months
of cold storage. In contrast, the ET sample at 4 months of
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cold storage was plotted together with the sample col-
lected after 5 days of additional shelf life. From the ana-
lysis of the accumulation profile for each single
compound, it is interesting to note the differences in the
accumulation of oleic+cis-vaccenic acid and linoleic acid
(Fig. 7b) among the different samples. If compared with
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Fig. 3 Expression profile of ethylene related genes. Rt-qPCR expression profile of candidate genes related to ethylene biosynthesis (ACS and ACO),
perception (ERS1), and signaling transmission (ERF1 and ERF2) in untreated (CT) or treated “Blanquilla” pears (1-MCP, ET, and lovastatin) after 4 months
of cold storage, and after 4 months of cold storage plus 5 days of ripening at 20 °C (SL). The error bars represent the standard error of the mean-
normalized expression. Different letters above each column indicate significant differences between treatments for each specific sampling (4 m or
4m+SL). Absence of letters indicates no significant differences between treatments
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untreated fruit (CT), the application of the ethylene
inhibitor induced a lower accumulation of these lipids,
whereas the treatment with both ethylene and lovastatin
stimulated, instead, their accumulation during cold sto-
rage and further shelf life (Fig. 7b).
In addition to lipids, the change in the accumulation of
phenolic compounds (Supplementary Table S5), and the
expression of genes involved in antioxidant-related
metabolism, was also investigated. Indeed, the set of
DEGs targeted through the genome-wide transcriptome
analysis highlighted the importance of genes involved in
the ascorbate/glutathione pathway, as well as those
involved in the synthesis (PAL) or oxidation (PPO) of
phenylpropanoids (Fig. 8a). The three genes involved in
the ascorbic acid metabolism assessed herein (ascorbate
peroxidase APX, dehydroascorbate reductase DHAR, and
monodehydroascorbate reductase MDHAR) resulted dif-
ferentially regulated in all the samples. In lovastatin and 1-
MCP samples, the three genes were overexpressed during
storage, whereas a sharp upregulation of both APX and
DHAR genes was found exclusively for the 1-MCP sam-
ples during shelf life (Fig. 8a). In contrast, PAL and PPO
were strongly inhibited by both 1-MCP and lovastatin, a
result especially evident after shelf life. The overall phe-
nolic accumulation was depicted over a 2D-PCA plot (PCs:
64.2%), which showed a clear separation of the samples
according to the sampling time (cold storage and shelf life)
around the PC2 (Fig. 8b). The quantification of the total
phenolics, as well as the specific assessment of the
chlorogenic acid (the main substrate of PPO), especially
after the cold storage, showed a pattern consistent with the
expression of PAL and PPO. This compound showed a
lower accumulation in the two samples not developing
scald (1-MCP and lovastatin, respectively) (Fig. 8c).
Sorbitol accumulation and biosynthesis
The sample treated with 1-MCP showed the highest
accumulation of sorbitol (both upon removal from cold
storage and after cold storage + SL) and the lowest
concentration of fructose (Fig. 9a). The higher accumu-
lation of sorbitol in 1-MCP-treated fruit was further
supported by the higher transcription of S6PDH gene (Fig.
9b), which is known to reduce glucose into sorbitol,
together with a downregulation of the SDH gene,
encoding the enzyme responsible to convert sorbitol into
fructose. Higher sorbitol concentration, if compared with
untreated fruit, was also observed in lovastatin-treated
samples (1.5-fold higher) upon removal from cold storage
and shelf life, although not being associated with a de
novo synthesis (S6PDH), but rather to a lower conversion
of this polyol into fructose via the downregulation of the
SDH gene (Fig. 9b).
Fig. 4 Volatile Organic Compound analysis in ‘Blanquilla’ pears. Hierarchical heatmap (panel a) and sample distribution over a 2D-PCA plot
(panel b) based on the volatilome of “Blanquilla” pears at harvest, after 4 months of cold storage, or 4 months of cold storage plus 5 days of ripening
at 20 °C in untreated (CT) or treated fruit (1-MCP, ethylene (ET), or lovastatin). Numbers in the hierarchical heatmap refer to 1, harvest; 2, 3, 4, and 5 for
CT, 1-MCP, ET, and LOV after 4 months of cold storage, respectively; 6, 7, 8, and 9 for CT, 1-MCP, ET, and LOV after 4 months of cold storage plus
5 days of ripening at 20 °C, respectively. Each point in the PCA plot corresponds to the mean value for each group
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Discussion
Both 1-methylcyclopropene and lovastatin inhibited
superficial scald
Our results show that application of the ethylene inhi-
bitor 1-MCP in “Blanquilla” fruit clearly limited the
appearance of scald by inhibiting ethylene production and
the accumulation of α-farnesene (Fig. 1). However, an
ethylene-independent regulation of scald was also evident,
since treatment with lovastatin, the HMG-CoA reductase
inhibitor, controlled the development of this disorder
without altering the fruit ethylene production (Fig. 1c).
The data presented in this work further support that the
production of ethylene was not impaired in fruit treated
with lovastatin, which, however, showed a reduced accu-
mulation of α-farnesene (Fig. 1b). In fact, as already
reported by others17, lovastatin acts by interfering with
the conversion of HMG-CoA to mevalonate by blocking
the upper mevalonate pathway, and therefore leading to a
reduced amount of substrates needed for the biosynthesis
of α-farnesene17.
Genome-wide transcription analysis unravels the induction
of a cold-acclimation mechanism to protect pears against
superficial scald
The higher transcription induction promoted by the
application of 1-MCP is consistent with previous find-
ings8,22, regarding the role of 1-MCP in stimulating or de-
repressing specific gene expression profiles in pome fruit.
The different number of DEGs observed in the compar-
ison between CT and the two treated samples (1-MCP
and lovastatin), is also in agreement with the different
mode of action of these two molecules. While 1-MCP
interacts with the ethylene signaling and perception sys-
tem, lovastatin reduces the availability of substrates for
the mevalonate pathway. The upstream interference in a
fundamental hormonal signaling pathway, such as
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indicate significant differences between treatments for each specific sampling (4 m or 4 m+SL). Absence of letters indicates no significant differences
between treatments
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Fig. 6 Expression of genes involved in VOC biosynthesis. Expression profile of six genes related to volatile biosynthesis (AAT, LOX, HPL, ADH, and
AFS1) or the mevalonate pathway (HMGR) in untreated “Blanquilla” pears at harvest, and untreated (CT) or treated fruit (1-MCP, ethylene (ET), or
lovastatin) after 4 months of cold storage, and after 4 months of cold storage plus 5 days of ripening at 20 °C (SL). The error bars represent the
standard error of the mean- normalized expression. Different letters above each column indicate significant differences between treatments for each
specific sampling (4 m or 4 m+SL). Absence of letters indicates no significant differences between treatments
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Fig. 7 Lipid analysis in ‘Blanquilla’ pears. a 2D-PCA plot representing the whole variance among the different treatments based on their lipid
profile. Each dot in the PCA plot corresponds to the mean value for each group. b Content of oleic + vaccenic acid, and linoleic acid in µg g−1 in
untreated “Blanquilla” pears at harvest, and untreated (CT) or treated fruit (1-MCP, ethylene (ET), or lovastatin) after 4 months of cold storage, and after
4 months of cold storage plus 5 days of ripening at 20 °C (SL). Values represent the average ± standard deviation (n= 3). Different letters above each
column indicate significant differences between treatments for each specific sampling (4 m or 4 m+SL). Absence of letters indicates no significant
differences between treatments
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ethylene in response to 1-MCP, would likely stimulate
wider downstream modifications, especially in climacteric
fruit such as “Blanquilla” pear. In contrast, the variation
caused by the application of lovastatin, whose action is
more focused on a specific biosynthetic step, was less
pronounced. The complexity of the mevalonate (MVA)
pathway is, however, undebatable since this specific
pathway controls the biosynthesis of hundreds of iso-
prenoids (including sterols and sesquiterpenes) with
multiple biological functions within the plant23.
In the transcriptome comparison carried out in this
work, two main mechanisms induced by cold storage were
depicted. In CT and lovastatin-treated samples a tran-
scriptome reprogramming was likely oriented to mainly
preserve the chloroplast functionality, whereas treatment
with 1-MCP stimulated instead a set of genes promoting
cutine reinforcement and the stabilization of cellular
membranes. In untreated fruit, general cold-acclimation
responses included the expression of STAY-GREEN, fatty
acid desaturase, fatty acid hydroperoxidase lyase, and low-
temperature-induced cysteine proteinase genes. The
STAY-GREEN (SGR) gene, in particular, is involved in the
negative regulation of the chlorophyll breakdown fol-
lowing the chloroplast dismantling24, which is the first
Fig. 8 Analysis of genes and metabolites related to scald development in ‘Blanquilla’ pears. Expression profile of genes related to the
ascorbate/glutathione pathway (APX, DHAR, and MDHAR), oxidation of polyphenolic compounds (PPO), or biosynthesis of polyphenolic compounds
(PAL) in untreated “Blanquilla” pears at harvest, and untreated (control) or treated fruit (1-MCP, ethylene (ET), or lovastatin) after 4 months of cold
storage, and after 4 months of cold storage plus 5 days of ripening at 20 °C (SL). The error bars represent the standard error of the mean-normalized
expression (panel a). 2D-PCA plot representing the whole variance among the different treatments based on their phenolic compound profile (panel
b). Content of total phenolic compounds and chlorogenic acid in untreated “Blanquilla” pears at harvest, and untreated (CT) or treated fruit (1-MCP,
ethylene (ET), or lovastatin) after 4 months of cold storage, and after 4 months of cold storage plus 5 days of ripening at 20 °C (SL) (panel c). Values
represent the average ± standard deviation (n= 3). Different letters above each column in panels a and c indicate significant differences between
treatments for each specific sampling (4 m or 4 m+SL). Absence of letters indicates no significant differences between treatments
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process occurring during both fruit senescence and chil-
ling injuries. The fatty acid hydroperoxidase lyase, acti-
vated during stress conditions, metabolizes highly reactive
hydroperoxy fatty acids generated through the lipox-
ygenase pathway25. In lovastatin-treated fruit, a dehydrin
COR47 gene was instead identified. This specific gene
encodes for a protein playing a key role in adaptative
responses to several abiotic stresses, including freezing
temperatures, and preventing cell dehydration and col-
lapse26. As already proposed by Busatto et al.8 for apple,
the application of 1-MCP in pear induced the expression
of BAHD acyltransferase and SHINE2 genes, both
involved in the formation of cutin27,28. In the reinforce-
ment process of the cuticular wax as well as intercellular
membranes, two genes involved in the metabolism of very-
long-chain fatty acids (VLCFA) were identified, such as long-
chain acylCoA and enoylCoA reductase29,30. In the 1-MCP-
treated sample, a temperature-induced Lipocalin (TIL), a
gene encoding a protein highly accumulated in response to
freezing temperatures31, and likely involved in the stabili-
zation of the cellular membranes, was also observed.
It is also interesting to note that genes involved in the α-
farnesene pathway were modulated in all the investigated
samples (CT, 1-MCP, LOV, and ET). For instance, in
lovastatin-treated fruit, a farnesyl pyrophosphate synthase
was identified, while in 1-MCP-treated fruit, an iso-
penthenyl diphosphate isomerase was overexpressed. The
prevention of scald is however primarily ensured by the
downregulation of the polyphenol oxidase gene, as well as
by the regulation of isoprenoids in the mevalonate path-
way through post-translational modification32. In this
work, the application of both lovastatin and 1-MCP
prevented the development of scald not only through the
repression of the PPO gene, but also through an induced
protection of the chloroplast. In this sense, the genes
involved in the metabolism of abscisic acid and gibber-
ellin, both synthesized in the chloroplast through the
mevalonate pathway, were expressed only in fruit unaf-
fected by scald (1-MCP and lovastatin).
Ethylene-dependent and -independent pathways are
involved in the development of superficial scald
As observed in our study (Fig. 3), as well as in oth-
ers8,18,33,34, low-temperature storage is known to upre-
gulate the expression of genes involved in ethylene
biosynthesis and perception. 1-MCP, however, may inhi-
bit the upregulation of most of the ethylene biosynthetic
genes (i.e., ACO and ACS) showing a similar response
pattern than in non-chilled or just-harvested fruit8,18,33. In
line with the ethylene production pattern (Fig. 1c), most
of the ethylene-related genes measured herein were
severely downregulated by 1-MCP, with a slight induction
of the genes involved in ethylene perception and signaling
(ERS2, ERF1, and ERF2) (Fig. 3) after 5 days of ripening at
20 °C following 4 months of cold storage. The observed
induction in the expression of both ACS and ACO in
response to an ethylene application is consistent with an
autostimulatory climacteric process (system 2)35. In this
scenario, it is worth noting that the application of lovas-
tatin did not affect the regulation of these elements if
compared with untreated fruit (Fig. 3), and thereby agrees
with the ethylene production pattern described earlier
(Fig. 1c). This result further demonstrates that the
application of an HMG-CoA reductase inhibitor prevents
Fig. 9 Content of sorbitol and fructose (g kg–1) and related gene expression. Values represent the average ± standard deviation (n= 3) (panel
a) and expression profile of genes related to the biosynthesis (S6PDH) or degradation (SDH) of sorbitol in “untreated “Blanquilla” pears at harvest, and
untreated (CT) or treated fruit (1-MCP, ethylene (ET), or lovastatin) after 4 months of cold storage, and after 4 months of cold storage plus 5 days of
ripening at 20 °C (SL). The error bars represent the standard error of mean-normalized expression (panel b). Different letters above each column
indicate significant differences between treatments for each specific sampling (4 m or 4 m+SL). Absence of letters indicates no significant differences
between treatments
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the development of scald without affecting the fruit
ethylene production, or the expression of key genes
involved in ethylene metabolism.
Molecular and metabolic changes in the production of
VOCs and mevalonate pathway are associated with the
superficial scald disorder in pear
The change of the volatilome in pear fruit during on- or
off-tree ripening is already well documented36–38. In
agreement with these studies, the most important volatiles
produced by “Blanquilla” fruit during ripening were esters
and alcohols, which resulted to be the VOCs detected at
higher concentrations in both untreated and ethylene-
treated fruit. Our data showed that 1-MCP strongly
inhibited the expression of the AAT gene (Fig. 6), hence
impairing the acyl transfer to alcohols to produce esters,
which is consistent with available data on fruit for which
ethylene was inhibited39,40 or suppressed41. The inhibition
of the ester production (especially hexyl ethanoate, hexyl
butanoate, and ethyl acetate36) in the samples treated with
lovastatin was 2- to 5-fold lower than that observed in 1-
MCP-treated fruit, depending on the specific compound,
(Fig. 5), and was associated with inhibition of the AAT
gene expression (Fig. 6).
Besides esters, other aromatic compounds (i.e., sesqui-
terpenes) were present at lower concentration in
lovastatin-treated fruit (Fig. 5) if compared with untreated
fruit. Other two important genes, involved in the
mevalonate pathway and the biosynthesis of sesqui-
terpenes, such as HMGR and AFS1, resulted down-
regulated in lovastatin-treated fruit in comparison with
untreated fruit, and specially during shelf life (Fig. 6).
Indeed, both genes, especially after 5 days of shelf life
following cold storage, were equally repressed by lovas-
tatin and 1-MCP treatments. The application of lovas-
tatin reduces the availability of the substrate HMG-CoA
for the production of mevalonate, thus influencing the
downstream conversion of farnesyl diphosphate into α-
farnesene operated by the α-farnesene synthase 1 gene
(AFS1). The likewise downregulation of AFS1 by 1-MCP
led to corroborate the putative role of ethylene in the
control of the production of this sesquiterpene1,
although a clear connection between these two physio-
logical pathways (mevalonate and ethylene) is not yet
fully elucidated.
The higher ethanol content in lovastatin-treated fruit
(1.7-fold higher than in untreated fruit) is consistent with
the higher expression of the ADH gene, and agrees with
recent studies, suggesting that higher levels of ethanol
might protect the fruit from developing scald5,42,43.
Accordingly, it is plausible to speculate that the inhibition
of scald in response to lovastatin is partly mediated by a
higher accumulation of ethanol that can act as a cryo-
protectant or even as a weak antioxidant5. In this sense,
the downstream inhibition of the mevalonate pathway by
lovastatin may result in higher concentrations of HMG-
CoA or even 3-acetyl-CoA in the fruit, favoring the
metabolic pathway responsible for converting this last
compound to C16–C18 fatty acids, such as oleic or linoleic
acid (Fig. 7 and Supplementary Table 4). These fatty acids
can be further used for the synthesis of aldehydes, and
therefore for the biosynthesis of alcohols via ADH.
The role of antioxidants in the prevention of superficial
scald
The application of the chemical antioxidants dipheny-
lamine and ethoxyquin in apples and pears, respectively,
was a common practice employed to avoid the appearance
of scald, preventing the oxidation of α-farnesene to
MHO20,44–48. During the development of scald, the skin
of the untreated (CT) samples was characterized by the
largest polyphenol accumulation (Fig. 8c), compounds
tentatively protecting the fruit against the accumulation of
reactive oxygen species (ROS)49–51. Among the range of
phenolic antioxidants, chlorogenic acid is present at
relatively high concentrations in pear skin. During cold
storage, the loss of membrane integrity can lead to the
reaction between chlorogenic acid, initially stored in the
vacuoles, with the enzyme PPO (stored in the chloroplast),
thereby leading to the browning coloration typical of
scald3,8. Despite the notable differences in the poly-
phenolic profile of apples and pears3,52,53, the results from
this study showed that the accumulation of chlorogenic
acid was higher in CT- and ET-treated fruit, immediately
after 4 months of cold storage, if compared with fruit
treated with 1-MCP or lovastatin (Fig. 8c). Concomitantly,
the expression of PPO was also strongly inhibited by both
1-MCP and lovastatin treatments (Fig. 8a), reinforcing the
key role of this enzyme in the development of this phy-
siological disorder3,8. Although apple and pear are char-
acterized by a different level and composition of phenolic
compounds, the physiological mechanism involved in the
downregulation of PPO seems to be conserved between
the two species. Besides changes in the concentration of
specific antioxidants, recent studies on pears have sug-
gested that changes in the expression of glutathione S-
transferases (GST) gene and mainly a downregulation of
dehydroascorbate reductase (DHAR) gene were linked to
scald development19. In agreement with this hypothesis,
the three genes involved in the ascorbic acid pathway,
such as ascorbate peroxidase (APX), dehydroascorbate
reductase (DHAR), and monodehydroascorbate reductase
(MDHAR), were upregulated in 1-MCP samples (at both
sampling points, but especially during shelf life, Fig. 8a).
This result supports the active role of the ethylene inhi-
bitor in promoting the scavenging of ROS via an upre-
gulation of key genes of the glutathione/ascorbate
pathway, but also emphasizes, as suggested by others20,
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the protective role that ascorbate may have on the
development of this physiological disorder.
Sorbitol, a key player in the prevention of the cold-induced
damage leading to superficial scald
Cold acclimation in plants causes important metabolic
changes. Among those, an induced accumulation of sor-
bitol was already described as a mechanism inducing a
higher resistance to cold in peach flower bud16 as well as
in apple fruit8. Indeed, carbohydrates and sugar alcohols
such as sorbitol, can act as cryoprotectants of cellular
structures via osmotic adjustments54,55. To investigate the
potential preventive role of this sugar alcohol in the
development of scald in pears, the amount of sorbitol and
fructose was assessed together with the expression levels
of S6PDH and SDH (Fig. 9). In agreement with the profile
previously observed in apple8, treatments leading to
asymptomatic fruit showed higher concentration of
sorbitol (Fig. 9). For 1-MCP-treated samples, the higher
concentration of sorbitol was mainly due to a sharp
overexpression of S6PDH together with an inhibition of
SDH, whereas in fruit treated with lovastatin, the higher
levels of sorbitol were exclusively related to the inhi-
bition of SDH, showing a treatment-specific effect on
the modulation of the genes related to sorbitol bio-
synthesis. The overall effect on the sorbitol accumulation
was anyway more evident in the 1-MCP-treated samples,
considering that this ethylene analog modified the
expression levels of both S6PDH and SDH. It is worth
noting that the accumulation pattern of sorbitol in all the
samples shows more dramatic changes than those
observed in the corresponding transcriptional profiles.
This discrepancy was already observed in Busatto et al.8,
and can be explained by the complex relationship occur-
ring between the metabolite-transcript correlation as
described elsewhere56.
Materials and methods
Plant materials and experimental design
“Blanquilla” pears were harvested in a commercial
orchard located in the area of Lleida (North East part of
Spain) at commercial maturity based on local grower
standards5 (Firmness= ; Total soluble solids = 13.8 ±
017 °Brix, and Starch index = 6.2 ± 0.7). Immediately after
harvest, fruit was sorted and selected for uniformity and
absence of defects. An initial set of 30 fruits were used for
initial fruit-quality evaluations (Supplementary Table S6),
including fruit firmness (57.8 ± 4.7 N), starch index (6.2 ±
0.7), total soluble solids (13.8 ± 017 °Brix), and acidity
(3.29 ± 0.27), measured as described elsewhere57. From
the same fruit used for quality measurements (3 reps of a
pool from 10 fruits each), the peel was removed, imme-
diately snap-frozen with liquid nitrogen, grinded to a fine
powder and stored at –80 °C prior to being used for
biochemical and transcriptomic analysis. The remaining
fruit was then divided into four homogeneous batches of
200 fruits each, and treated as follows prior to being
stored in open crates for 4 months at 0.5 °C and 95% RH.
The first batch was represented by untreated fruit and
used as control (CT). The other three batches were
instead treated with (i) ethylene (ET) (200 µL L–1) for
24 h, (ii) 1-MCP (300 nL L–1) applied as Smartfresh™
(Agrofresh Inc., PA, USA) for 24 h and following the
company recommendations33, and (iii) lovastatin
(1.25 mmol L–1, dipping for 2 min) applied as described
elsewhere17.
As described for the samples taken at harvest, 30 fruits
per treatment (3 reps of 10 fruits each) were used for
standard quality measurements, as well as the peel
removed for biochemical and transcriptomic analysis after
4 months of cold storage, and after 5 subsequent days of
shelf-life storage (20 °C, 70–75% RH). Ninety fruits per
treatment were monitored for scald after 4 months of cold
storage and further 5 days of shelf life. A batch of 60 fruits
per treatment (3 replicates of 5 fruits each × 5 sampling
points) were used to quantify α-farnesene and CTols
during storage. The remaining fruit from each treatment
was employed to monitor the fruit ethylene production
capacity upon removal after 2 and 4 months of storage as
described below. The total number of fruit, including
replicates and fruit used for each measurement and
sampling, is depicted in Supplementary Fig. 3.
Superficial scald determination and severity
Superficial scald incidence was assessed after 4 months
of storage. The number of symptomatic fruit (incidence, %
fruit with scald symptoms) as well as the scald severity
(scale based on the % of the fruit surface showing scald
symptoms; Supplementary Fig. 1) were evaluated after
storage, as well as after 5 days of shelf life at 20 °C.
Ethylene measurement
Per each treatment at harvest, and after 60 or 120 days
of cold storage, the ethylene production (μL kg−1 h−1) was
measured in a chamber with the temperature set at 20 °C.
Two pears (per replicate and 4 replicates per treatment)
were placed in a 1.5-L jar continuously ventilated with
humidified air at a flow rate of 1.5 L h−1. One milliliter of
air from the jar was taken with a syringe, and immediately
injected into a GC-gas chromatograph (Agilent Tech-
nologies 6890, Wilmington, Germany) equipped with a
FID detector and an alumina column 80/100 (2 m ×
3mm, Tecknokroma, Barcelona, Spain) as previously
described58. Since “Blanquilla” pear may be in a post-
climacteric ethylene phase after from 4 months of cold
storage5, an intermediate measurement after 2 months of
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storage was carried out to assess any treatment effect on
the production of the hormone ethylene in the full-
climacteric stage.
Spectrophotometric determination of α-farnesene
and CTols
α-Farnesene and CTols were extracted, and their con-
tent analyzed following the procedure described else-
where59 with slight modifications. Pear peel was isolated
from the equatorial axis of the fruit (3 replicates per
treatment/storage/stage and 5 fruits per replicate), and a
10-mm-diameter disk was obtained. Two excised disks/
fruit were incubated in 5mL of hexane (Panreac, Barce-
lona, Spain) for 10 min at 20 °C. After incubation, the
hexane solution was filtered through cellulose filter paper
and adjusted to 5mL with pure hexane. After filtration,
the absorbance at 232, 258, 281, and 290 nm was mea-
sured with a Uvikon 922 spectrophotometer (Kontron
Instruments, Italy). The content of α-farnesene and CTol
281 was calculated as described in previous studies15,60,
and referred to nmol g−1 on a fresh weight basis.
Volatile organic compound (VOC) profiling
Determination of VOC content in pear skin tissue was
performed with a PTR–ToF–MS (Ionicon Analytik
GmbH, Innsbruck, Austria) in three biological replicates
as described by Farneti et al.61. The ToF acquisition
amounted to 350,000 channels for a spectrum ranging up
to m/z= 400. The PTR–ToF–MS data analysis included a
Poisson correction62. The internal calibration was oper-
ated according to Cappellin et al.63, and absolute head-
space VOC concentrations (ppbv) were calculated as
detailed elsewhere64. Compound annotation was carried
out by comparing the spectral profile with fragmentation
data of reference standards63.
Epidermal lipid composition characterization
The pear skin lipid profile was characterized following
the protocol reported in previous studies65. Extracted
lipids were separated and quantified through an ultra-
high-performance liquid chromatography (UHPLC) Dio-
nex 3000 (Thermo Fisher Scientific Germany) with a RP
Ascentis Express column (15 cm 9 2.1 mm; 2.7 lm C18).
The UHPL was coupled to an API 5500 triple-quadrupole
mass spectrometer (Applied Biosystems/MDS Sciex) with
an ESI source. The lipids were identified on the base of
reference standards and retention time, and further
quantified as μg/g of fresh weight.
Profiling of phenolic compounds
The analysis and characterization of phenolic com-
pounds were carried out following the protocol described
elsewhere66, yet with a simplified methanol–water-based
sample extraction57. For this assessment, a UPLC Waters
Acquity (Milford, MA, USA) coupled to a Waters Xevo
TQMS mass spectrometer (Milford, MA, USA) was
employed. Each compound was analyzed with optimized
MRM conditions as previously described66. The softwares
Waters MassLynx 4.1 and TargetLynx were employed to
process the obtained phenolic data previously character-
ized on the base of reference compounds. The results
were expressed as mg/kg of fresh weight.
Sorbitol and fructose quantification in pear skin tissue
Sorbitol and fructose were extracted following the
methodology described for apple8. The separation and
quantification of carbohydrates were achieved by using a
ICS 5000 system (Dionex-Thermo Scientific, Waltham,
MA, USA). The separation was carried out with a Car-
boPac PA200 3 9 250-mm column, preceded by a Car-
boPac PA200 3 9 50-mm guard column (Dionex-Thermo
Scientific, Waltham, MA, USA). ChromeleonTM 7.2
Chromatography Data System software (Thermo Scien-
tificTM DionexTM) was used for control processing. Sor-
bitol and fructose were characterized based on reference
standards, and expressed as g/kg of fresh weight.
RNA isolation and RNA-Seq library preparation
From the fruit of each condition/stage, the total RNA
was extracted with the Spectrum Plant total RNA kit
(Sigma-Aldrich, St. Louis, MO, USA). RNA was quantified
and controlled using a NanoDrop
ND8000 spectrophotometer (Thermo Scientific, Wal-
tham, MA, USA) and a 2100 Bioanalyzer (Agilent, Santa
Clara, CA, USA), respectively. To capture the effect of
each treatment in modulating the development of scald,
the control sample together with 1-MCP and lovastatin
samples, collected after 4 months of cold storage + 5 days
of shelf life at 20 °C, were employed to perform a genome-
wide RNA-sequencing assay. For each replicate/sample,
3 μg of RNA (isolated from three replicates per sample)
were used for the preparation of RNA-Seq library using
the NEB Next Ultra II kit (BioLabs Inc., New England,
following the manufacturer’s instruction). The libraries
obtained here were quantified using qPCR and controlled
with the DNA 1000 series II chip bioanalyzer (Agilent,
Santa Clara, CA, USA). The libraries were then sequenced
using an Illumina NextSeq 500 (read length of 75 bp) at
the Functional Genomic Lab at the University of Verona
(Italy). RNA-Seq raw data are freely available at the Gene
Expression Omnibus (GEO) database with the following
accession number GSE136374.
Candidate gene RT-qPCR
Two micrograms of RNA isolated from each sample
(CT, ET, 1-MCP, and LOV, collected after 4 months of
cold storage, and after 4 months of cold storage + 5 days
of shelf life at 20 °C) were transcribed with the
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SuperScript VILO cDNA Synthesis kit (Invitrogen). RT-
qPCR was carried out with the ViiA7 PCR System
(ThermoFisher Scientific) according to the thermal profile
described elsewhere36. The 18 elements used in the can-
didate gene transcription profiling were retrieved from the
set of DEGs detected through the RNA-Seq analysis or
from available literature8,19. The set of candidate genes
(listed and detailed in Supplementary Table S7) were
involved in key pathways for fruit ripening and scald
development in pears. Relative gene expression was
represented as a mean of normalized expression, taking
into account three independent Ct values. The mean-
normalized expression value of each sample was calcu-
lated using the method described in previous studies67.
Data analysis
RNA-Seq reads were analyzed with the cyber infra-
structure CyVerse68. The quality of sequences for each
sample was controlled with FastQC, while Scythe and
Sickle were used to trim adapters and low-quality reads,
respectively. The genome-wide RNA-Seq data were ana-
lyzed by implementing the New Tuxedo protocol. Reads
were aligned on the pear reference genome69,70 through
HISAT2, while StringTie was employed to assemble and
quantitate RNA-Seq reads. The DEGs were detected
through the R package DESeq2 with default parameters.
The expression profiles of 13 genes obtained by means
of RT-qPCR were employed for validating the RNA-Seq
data, showing a Pearson correlation coefficient that ranges
from a minimum value of 0.755 to a maximum of 0.996.
All data regarding gene expression or metabolites were
subjected to analysis of variance (ANOVA) using JMP®
13.1.0 (SAS Institute Inc.). Mean comparison among
treatments at each sampling stage (after cold storage or
after cold storage + shelf life) was evaluated using the
HSD test at a significance level of p < 0.05. Principal
component analysis was carried out using the R package
ChemometricsWithR71. The heatmaps were computed
using the software Cluster and visualized by means of the
software Java TreeView.
Acknowledgements
This work was partially supported by the CERCA program from the Generalitat
de Catalunya and by the Ministerio de Economía y Competitividad (MINECO;
grant AGL2017-87923-R). J.G.B. was the recipient of a José Castillejo Mobility
Fellowship (CAS18/00186).
Author details
1XaRTA-Postharvest, Institute for Food and Agricultural Research and
Technology (IRTA), Edifici Fruitcentre, Parc Científic i Tecnològic Agroalimentari
de Lleida, 25003 Lleida, Spain. 2Department of Genomics and Biology of Fruit
Crops, Research and Innovation Centre, Fondazione Edmund Mach, via Mach
1, 38010 San Michele all’Adige, Trento, Italy. 3Department of Food Quality and
Nutrition, Research and Innovation Centre, Fondazione Edmund Mach, via
Mach 1, 38010 San Michele all’Adige, Trento, Italy. 4Department of
Biotechnology, University of Verona, Strada le Grazie 15, 37134 Verona, Italy.
5Center Agriculture Food Environment, University of Trento, via Mach 1, 38010
San Michele all’Adige, Trento, Italy
Author contributions
F.C., C.L., and J.G.B. designed the experiments. V.L.G., G.E., and C.L. performed
the treatments, quality evaluations, and samplings. N.B. and J.G.B. were
involved in gene expression analysis and sample preparation for metabolite
profiling. B.F. and F.B. performed the volatile analysis. N.B., M.R., and M.D.
prepared libraries and carried out RNA-Seq analysis. U.V. contributed to the
assessment of lipids and phenols. F.C., N.B., and J.G.B. analyzed the data and
wrote the paper. All authors contributed in improving and revising the paper.
Conflict of interest
The authors declare that they have no conflict of interest.
Supplementary Information accompanies this paper at (https://doi.org/
10.1038/s41438-020-0272-x).
Received: 29 August 2019 Revised: 6 February 2020 Accepted: 11 February
2020
References
1. Gapper, N. E., Bai, J. & Whitaker, B. D. Inhibition of ethylene-induced α-farne-
sene synthase gene PcAFS1 expression in ‘d’Anjou’ pears with 1-MCP reduces
synthesis and oxidation of α-farnesene and delays development of superficial
scald. Postharvest Biol. Technol. 41, 225–233 (2006).
2. Lurie, S. & Watkins, C. B. Superficial scald, its etiology and control. Postharvest
Biol. Technol. 65, 44–60 (2012).
3. Busatto, N. et al. Target metabolite and gene transcription profiling during the
development of superficial scald in apple (Malus x domestica Borkh). BMC
Plant Biol. 14, 193 (2014).
4. Calvo, G., Candan, A. P., Civello, M., Giné-Bordonaba, J. & Larrigaudière, C. An
insight into the role of fruit maturity at harvest on superficial scald develop-
ment in ‘Beurre D’Anjou’ pear. Sci. Hortic. 192, 173–179 (2015).
5. Larrigaudière, C., Lindo-García, V., Ubach, D. & Giné-Bordonaba, J. 1-
Methylcyclopropene and extreme ULO inhibit superficial scald in a different
way highlighting the physiological basis of this disorder in pear. Sci. Hortic.
250, 148–153 (2019).
6. Gapper, N. E. et al. Delayed response to cold stress is characterized by suc-
cessive metabolic shifts culminating in apple fruit peel necrosis. BMC Plant Biol.
17, 1–18 (2017).
7. Karagiannis, E. et al. Ethylene-dependent and -independent superficial
scald resistance mechanisms in ‘Granny Smith’ apple fruit. Sci. Rep. 8,
11436 (2018).
8. Busatto, N. et al. Apple fruit superficial scald resistance mediated by ethylene is
associated with diverse metabolic processes. Plant J. 93, 270–285 (2018).
9. Rupasinghe, H. P. V., Paliyath, G. & Murr, D. P. Biosynthesis of α-farnesene and
its relation to superficial scald development in ‘Delicious’ apples. J. Am. Soc.
Hort. Sci. 123, 882–886 (1998).
10. Whitaker, B. D. DPA treatment alters α-farnesene metabolism in peel of
‘Empire’ apples stored in air or 1.5% O2 atmosphere. Postharvest Biol. Technol.
18, 91–97 (2000).
11. Tsantili, E., Gapper, N. E., Arquiza, J., Whitaker, B. D. & Watkins, C. B. Ethylene and
α-farnesene metabolism in green and red skin of three apple cultivars in
response to 1-methylcyclopropene (1-MCP) treatment. J. Agric Food Chem. 55,
5267–5276 (2007).
12. Huelin, F. E. & Murray, K. E. α-Farnesene in the natural coating of apples. Nature
210, 1260–1261 (1966).
13. Anet, E. F. L. J. Autoxidation of α-farnesene. Aust. J. Chem. 22, 2403–2410
(1969).
14. Lurie, S. et al. Expression of α-farnesene synthase AFS1 and 3-hydroxy-3-
methylglutaryl coenzyme A reductase HMG2 and HMG3 in relation to α-
farnesene and conjugated trienols in ‘Granny Smith’ apples heat or 1-MCP
treated to prevent superficial scald. J. Am. Soc. Hort. Sci. 130, 232–236
(2005).
15. Giné-Bordonaba, J. et al. Dynamic changes in conjugated trienols during
storage may be employed to predict superficial scald in ‘Granny Smith’ apples.
LWT—Food Sci. Technol. 54, 535–541 (2013).
16. Lloret, A., Martinez-Fuentes, A., Agusti, M., Badenes, M. L. & Rios, G. Chromatin-
associated regulation of sorbitol synthesis in flower buds of peach. Plant Mol.
Biol. 95, 507–517 (2017).
Giné-Bordonaba et al. Horticulture Research            (2020) 7:49 Page 15 of 17
17. Ju, Z. & Curry, E. Lovastatin inhibits α-farnesene synthesis without affecting
ethylene production during fruit ripening in ‘Golden Supreme’ apples. J. Am.
Soc. Hort. Sci. 125, 105–110 (2000).
18. Villalobos-Acuña, M. G. et al. Effect of maturity and cold storage on ethylene
biosynthesis and ripening in ‘Bartlett’ pears treated after harvest with 1-MCP.
Postharvest Biol. Technol. 59, 1–9 (2011).
19. Wang, L., Qian, M., Wang, R., Wang, L. & Zhang, S. Characterization of the
glutathione S-transferase (GST) gene family in Pyrus bretschneideri and their
expression pattern upon superficial scald development. Plant Growth regul. 86,
211–222 (2018).
20. Larrigaudière, C., Candan, A. P., Giné-Bordonaba, J., Civello, M. & Calvo, G.
Unravelling the physiological basis of superficial scald in pears based on
cultivar differences. Sci. Hortic. 213, 340–345 (2016).
21. Zhou, S., Cheng, Y. & Guan, J. The molecular basis of superficial scald devel-
opment related to ethylene perception and alpha-farnesene metabolism in
‘Wujiuxiang’ pear. Sci. Hortic. 216, 76–82 (2017).
22. Tadiello, A. et al. Interference with ethylene perception at receptor level sheds
light on auxin and transcriptional circuits associated with climacteric ripening
of apple fruit (Malus x domestica Borkh.). Plant J. 88, 963–975 (2016).
23. Venkateshwaran, M. et al. A role for the mevalonate pathway in early plant
symbiotic signaling. Proc. Natl Acad. Sci. USA 112, E-5378 (2015).
24. Balazadeh, S. Stay green not always stays green. Mol. Plant 7, 1264–1266
(2014).
25. Noordermeer, M. A., Veldink, G. A. & Vliegenthart, J. F. G. Fatty acid hydro-
peroxide lyase: a plant cytochrome P450 enzyme involved in wound healing
and pest resistance. Chembiochem 2, 494–504 (2001).
26. Hanin, M. et al. Plant dehydrins and stress tolerance. Plant Signal. Behav. 6,
1503–1509 (2011).
27. Panikashvili, D. et al. The Arabidopsis DCR encoding a soluble BAHD acyl-
transferase is required for cutin polyester formation and seed hydration
properties. Plant Physiol. 151, 1773–1789 (2009).
28. Mintz-Oron, S. et al. Gene expression and metabolism in tomato fruit Surface
tissues. Plant Physiol. 147, 823–851 (2008).
29. Zheng, H., Rowland, O. & Kunst, L. Disruptions of the Arabidopsis enoyl-CoA
reductase gene reveal an essential role for very-long-chain fatty acid synthesis
in cell expansion during plant morphogenesis. Plant Cell 17, 1467–1481 (2005).
30. Du Granrut, A. D. B. & Cacas, J. L. How very-long-chain fatty acids could signal
stressful conditions in plants. Front. Plant Sci. 7, 1490 (2016).
31. Abo-Ogiala, A. et al. Temperature-induced lipocalin (TIL) is translocated under
salt stress and protects chloroplasts from ion toxicity. J. Plant Physiol. 171,
250–259 (2014).
32. Laule, O. et al. Crosstalk between cytosolic and plastidial pathways of iso-
prenoid biosynthesis in Arabidopsis thaliana. Proc. Natl Acad. Sci. USA 100,
6866–6871 (2003).
33. Chiriboga, M. A. et al. Effect of cold storage and 1-MCP treatment on ethylene
perception. Signaling and synthesis: Influence on the development of the
evergreen behavior in ‘Conference’ pears. Postharvest Biol. Technol. 86,
212–220 (2013).
34. Lelièvre, J. M. et al. Effects of chilling on the expression of ethylene biosyn-
thetic genes in Passe-Crassane pear (Pyrus communis L.) fruits. Plant Mol. Biol.
33, 847–855 (1997).
35. Pech, J. C., Bouzayen, M. & Latché, A. Climacteric fruit ripening: ethylene-
dependent and independent regulation of ripening pathways in melon fruit.
Plant Sci. 175, 114–120 (2008).
36. Busatto, N. et al. Wide transcriptional investigation unravel novel insights of
the on-tree maturation and postharvest ripening of ‘Abate Fetel’ pear fruit.
Hortic. Res 6, 32 (2019).
37. Lindo-García, V. et al. New insights on the ripening pattern of ‘Blanquilla’ pears:
a comparison between on- and off-tree ripened fruit. Postharvest Biol. Technol.
150, 112–121 (2019).
38. Lopez, M. L., Miro, R. & Graell, J. Quality and aroma production of Doyenne du
Comice pears in relation to harvest date and storage atmosphere. Food Sci.
Technol. Int. 7, 493–500 (2001).
39. Kondo, S., Setha, S., Rudell, D. R., Buchanan, D. A. & Mattheis, J. P. Aroma volatile
biosynthesis in apples affected by 1-MCP and methyl jasmonate. Postharvest
Biol. Technol. 36, 61–68 (2005).
40. Defilippi, B. G., Kader, A. A. & Dandekar, A. M. Apple aroma: alcohol acyl-
transferase, a rate limiting step for ester biosynthesis, is regulated by ethylene.
Plant Sci. 168, 1199–1210 (2005).
41. Flores, F. et al. Role of ethylene in the biosynthetic pathway of aliphatic ester
aroma volatiles in Charentais Cantaloupe melons. J. Exp. Bot. 53, 201–206 (2002).
42. Scott, K. J., Yuen, C. M. C. & Ghahramani, F. Ethanol vapor- a new anti-scald
treatment for apples. Postharvest Biol. Technol. 6, 201–208 (1995).
43. Pesis, E., Ebeler, S. E., Tonetto de Freitas, S., Padda, M. & Mitcham, E. J. Short
anaerobiosis period prior to cold storage alleviates bitter pit and superficial
scald in Granny Smith apples. J. Sci. Food Agric 90, 2114–2123 (2010).
44. Ju, Z., Yuan, Y., Liu, C., Zhan, S. & Wang, M. Relationships among simple phenol,
flavonoid and anthocyanin in apple fruit peel at harvest and scald suscept-
ibility. Postharvest Biol. Technol. 8, 83–93 (1996).
45. Diamantidis, G. et al. Scald susceptibility and biochemical/physiological
changes in respect to low preharvest temperature in ‘Starking Delicious’ apple
fruit. Sci. Hortic. 92, 361–366 (2002).
46. Rudell, D. R., Mattheis, J. P. & Hertog, M. L. A. T. M. Metabolomic change
precedes apple superficial scald symptoms. J. Agric. Food Chem. 57,
8459–8466 (2009).
47. Whitaker, B. D., Villalobos-Acuña, M., Mitcham, E. J. & Mattheis, J. P. Superficial
scald susceptibility and alpha-farnesene metabolism in ‘Barlett’ pears grown in
California and Washington. Postharvest Biol. Technol. 53, 43–50 (2009).
48. Golding, J. B., McGlasson, W. B. & Wyllie, S. G. Relationship between production
of ethylene and α-farnesene in apples, and how it is influenced by the timing
of diphenylamine treatment. Postharvest Biol. Technol. 21, 225–233 (2001).
49. Rao, M. V., Watkins, C. B., Brown, S. K. & Weeden, N. F. Active oxygen species
metabolism in ‘White Angel’ x ‘Rome Beauty’ apple selections resistant and
susceptible to superficial scald. J. Am. Soc. Hortic. Sci. 123, 299–304 (1998).
50. Sabban-Amin, R., Feygenberg, O., Belausov, E. & Pesis, E. Low oxygen and 1-
MCP treatments delay superficial scald development by reducing reactive
oxygen species (ROS) accumulation in stored ‘Granny Smith’ apples. Post-
harvest Biol. Technol. 62, 295–304 (2011).
51. Zermiani, M. et al. Ethylene negatively regulates transcript abundance of ROP-
GAP rheostat-encoding genes and affects apoplastic reactive oxygen species
homeostasis in epicarps of cold stored apple fruits. J. Exp. Bot. 66, 7255–7270
(2015).
52. Li, X. et al. Chemical compostion and antioxidant and anti-inflammatory
potential of peels and flesh from 10 different pear varieties (Pyrus spp.). Food
Chem. 152, 531–538 (2014).
53. Brahem, M. et al. Characterization and quantification of fruit phenolic com-
pounds of European and Tunisian pear cultivars. Food Res. Int. 95, 125–133
(2017).
54. Travert, S., Valerio, L., Fourasté, I., Boudet, A. M. & Teulières, C. Enrichment in
specific soluble sugars of two eucalyptus cell-suspension cultures by various
treatments enhances their frost tolerance via noncolligative mechanism. Plant
Physiol. 114, 1433–1442 (1997).
55. Li, F., Lei, H., Zhao, X., Tian, R. & Li, T. Characterization of three sorbitol trans-
porter genes in micropropagated apple plants grown under drought stress.
Plant Mol. Biol. Rep. 30, 123–130 (2012).
56. Redestig, H. & Costa, G. Detection and interpretation of metabolite–transcript
coresponses using combined profiling data. Bioinformatics 27, i357–i365
(2011).
57. Giné-Bordonaba, J., Echeverria, G., Duaigües, E., Bobo, G. & Larrigaudière, C.
A comprehensive study on the main biochemical and physiological
changes occurring during growth and on-tree ripening of two apple
varieties with different postharvest behavior. Plant Physiol. Biochem. 135,
601–610 (2019).
58. Giné-Bordonaba, J. et al. Suitability of nectarine cultivars for minimal proces-
sing: the role of genotype, harvest season and maturity at harvest on quality
and sensory attributes. Postharvest Biol. Technol. 93, 49–60 (2014).
59. Isidoro, N. & Almeida, D. P. F. Alpha-farnesene, conjugated trienols, and
superficial scald in ‘Rocha’ pears as affected by 1-methylcyclopropene and
diphenylamine. Postharvest Biol. Technol. 42, 49–56 (2006).
60. Du, Z. Y. & Bramlage, W. J. A modified hypothesis on the role of conjugated
trienes in superficial scald development of stored apples. J. Am. Soc. Hort. Sci.
118, 807–813 (1993).
61. Farneti, B. et al. Comprehensive VOC profiling of an apple germplasm col-
lection by PTR-ToF-MS. Metabolomics 11, 838–850 (2015).
62. Titzmann, T., Graus, M., Muller, M., Hansel, A. & Ostermann, A. Improved peak
analysis of signals based on counting systems: Illustrated for proton-transfer-
reaction time-of-flight mass spectrometry. Int. J. Mass Spectrom. 295, 72–77
(2010).
63. Cappellin, L. et al. PTR-ToF-MS and data mining methods: a new tool for fruit
metabolomics. Metabolomics 8, 761–770 (2012).
64. Cappellin, L. et al. On data analysis in PTR-TOF-MS: From raw spectra to data
mining. Sens Actuat B: Chem. 1, 183–190 (2011).
Giné-Bordonaba et al. Horticulture Research            (2020) 7:49 Page 16 of 17
65. Della Corte, A. et al. A rapid LC–MS/MS method for quantitative profiling of
fatty acids, sterols, glycerolipids, glycerophospholipids and sphingolipids in
grapes. Talanta 140, 52–61 (2015).
66. Vrhovsek, U. et al. A Versatile Targeted Metabolomics Method for the Rapid
Quantification of Multiple Classes of Phenolics in Fruits and Beverages. J. Agric.
Food Chem. 60, 8831–8840 (2012).
67. Muller, P. Y., Janovjak, H., Miserez, A. R. & Dobbie, Z. Processing of gene
expression data generated by quantitative real-time RT-PCR. BioTechniques 32,
1372–1379 (2002).
68. Merchant, N. et al. The iPlant collaborative: cyberinfrastructure for enabling
data to discovery for the life sciences. PLoS Biol. 14, e1002342 (2016).
69. Chagné, D. et al. The draft genome sequence of European pear (Pyrus com-
munis L. ‘Barlett’). PLoS ONE 9, e92644 (2014).
70. Jung, S. et al. The genome database for Rosaceae (GDR): year 10 update.
Nucleic Acids Res. https://doi.org/10.1093/nar/gkt1012 (2014).
71. Wehrens, R. Chemometrics with R—Multivariate Data Analysis in the Natural
Sciences and Life Sciences (Springer, Heidelberg, 2011).
Giné-Bordonaba et al. Horticulture Research            (2020) 7:49 Page 17 of 17
